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78 210 215 220 

81 Ser Val Thr lie Asn Gin He 

82 225 230 

85 <210> SEQ ID NO: 2 

86 <211> LENGTH: 231 
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152 <210> SEQ ID NO: 3 

153 <211> LENGTH: 231 

154 <212> TYPE: PRT 

155 <213> ORGANISM: Staphylococcus aureus subsp. aureus N315 
157 <400> SEQUENCE: 3 

15 9 Met Lys Leu Lys Thr Leu Ala Lys Ala Thr Leu Ala Leu Gly Leu Leu 
160 15 10 15 
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167 Lys Gin Glu Arg Val Gin His Leu Tyr Asp He Lys Asp Leu Tyr Arg 

168 35 40 45 
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<211> LENGTH: 231 
























221 


<212> TYPE: 


PRT 


























222 


<213> ORGANISM: 


Staphylococcus aureus subsp, 


. aureus 


Mu50 




224 


<400> SEQUENCE : 


4 
























226 


Met 


Lys 


Leu 


Lys 


Thr 


Leu 


Ala 


Lys 


Ala 


Thr 


Leu 


Ala 


Leu 


Gly 


Leu 


Leu 


227 


1 








5 










10 










15 




230 


Thr 


Thr 


Gly 


Val 


He 


Thr 


Ser 


Glu 


Gly 


Gin 


Ala 


Val 


His 


Ala 


Lys 


Glu 


231 








20 










25 










30 






234 


Lys 


Gin 


Glu 


Arg 


Val 


Gin 


His 


Leu 


Tyr 


Asp 


He 


Lys 


Asp 


Leu 


Tyr Arg 


235 






35 










40 










45 








238 


Tyr 


Tyr 


Ser 


Ser 


Glu 


Ser 


Phe 


Glu 


Phe 


Ser 


Asn 


He 


Ser 


Gly 


Lys 


Val 


239 




50 










55 










60 










242 


Glu 


Asn 


Tyr 


Asn 


Gly 


Ser 


Asn 


Val 


Val 


Arg 


Phe 


Asn 


Gin 


Glu 


Lys 


Gin 


243 


65 










70 










75 










80 


246 


Asn 


His 


Gin 


Leu 


Phe 


Leu 


Leu 


Gly 


Lys 


Asp 


Lys 


Asp 


Lys 


Tyr 


Lys 


Lys 


247 










85 










90 










95 




250 


Gly 


Leu 


Glu 


Gly 


Gin 


Asn 


Val 


Phe 


Val 


Val 


Lys 


Glu 


Leu 


He 


Asp 


Pro 


251 








100 










105 










110 






254 


Asn 


Gly 


Arg 


Leu 


Ser 


Thr 


Val 


Gly 


Gly 


Val 


Thr 


Lys 


Lys 


Asn 


Asn 


Lys 


255 






115 










120 










125 








258 


Ser 


Ser 


Glu 


Thr 


Asn 


Thr 


His 


Leu 


Phe 


Val 


Asn 


Lys 


Val 


Tyr 


Gly Gly 


259 




130 










135 










140 










262 


Asn 


Leu 


Asp 


Ala 


Ser 


He 


Asp 


Ser 


Phe 


Leu 


He 


Asn 


Lys 


Glu 


Glu 


Val 


263 


145 










150 










155 










160 



file : //C : \CRF4\Outhold\VsrJ594291 .htm 



10/6/2006 



Page 4 of 7 



RAW SEQUENCE LISTING DATE: 10/06/2006 

PATENT APPLICATION: US/10/594,2 91 TIME: 10:47:14 

Input Set : A:\PTO.RJ.txt 

Output Set: N:\CRF4\10062006\J594291.raw 



266 


Ser 


Leu 


Lys 


Glu 


Leu 


Asp 


Phe 


Lys 


He Arg Lys 


Gin 


Leu 


Val 


Glu 


Lys 


267 










165 








170 










175 




270 


Tyr Gly 


Leu Tyr 


Lys 


Gly 


Thr 


Thr Lys Tyr Gly Lys 


He 


Thr 


He 


Asn 


271 








180 










185 








190 






274 


Leu 


Lys 


Asp Glu Lys 


Lys 


Glu 


Val 


He Asp Leu Gly Asp 


Lys 


Leu 


Gin 


275 






195 










200 








205 








278 


Phe 


Glu 


Arg Met Gly 


Asp 


Val 


Leu 


Asn Ser 


Lys 


Asp 


He 


Gin 


Asn 


He 


279 




210 










215 








220 










282 


Ala 


Val 


Thr 


He 


Asn 


Gin 


He 


















283 


225 










230 




















286 


<210> SEQ ID NO: 


: 5 






















287 


<211> LENGTH: 231 






















288 


<212> TYPE: 


PRT 
























289 


<213> ORGANISM: 


Staphylococcus aureus subsp 


. aureus 


MW2 






291 


<400> SEQUENCE: 


5 






















293 


Met 


Lys 


Leu 


Lys 


Thr 


Leu 


Ala 


Lys 


Ala Thr 


Leu 


Ala 


Leu 


Gly 


Leu 


Leu 


294 


1 








5 








10 










15 




297 


Thr 


Thr 


Gly 


Val 


He 


Thr 


Ser 


Glu Gly Gin 


Ala 


Val 


Gin 


Ala 


Lys 


Glu 


298 








20 










25 








30 






301 


Lys 


Gin 


Glu 


Arg 


Val 


Gin 


His 


Leu 


Tyr Asp 


He 


Lys 


Asp 


Leu 


His 


Arg 


302 






35 










40 








45 








305 


Tyr 


Tyr 


Ser 


Ser 


Glu 


Ser 


Phe 


Glu 


Phe Ser 


Asn 


He 


Ser 


Gly 


Lys 


Val 


306 




50 










55 








60 










309 


Glu 


Asn 


Tyr 


Asn 


Gly 


Ser 


Asn 


Val 


Val Arg 


Phe 


Asn 


Gin 


Glu 


Asn 


Gin 


310 


65 










70 








75 










80 


313 


Asn 


His 


Gin 


Leu 


Phe 


Leu 


Ser 


Gly Lys Asp 


Lys 


Asp 


Lys 


Tyr 


Lys 


Glu 


314 










85 








90 










95 




317 


Gly 


Leu 


Glu 


Gly 


Gin 


Asn 


Val 


Phe 


Val Val 


Lys 


Glu 


Leu 


He 


Asp 


Pro 


318 








100 










105 








110 






321 


Asn 


Gly 


Arg 


Leu 


Ser 


Thr 


Val 


Gly Gly Val 


Thr 


Lys 


Lys 


Asn 


Asn 


Gin 


322 






115 










120 








125 








325 


Ser 


Ser 


Glu 


Thr 


Asn 


Thr 


Pro 


Leu 


Phe He 


Lys 


Lys 


Val 


Tyr 


Gly 


Gly 


326 




130 










135 








140 










329 


Asn 


Leu 


Asp 


Ala 


Ser 


He 


Glu 


Ser 


Phe Leu 


He 


Asn 


Lys 


Glu 


Glu 


Val 


330 


145 










150 








155 










160 


333 


Ser 


Leu 


Lys 


Glu 


Leu 


Asp 


Phe 


Lys 


He Arg 


Gin 


His 


Leu 


Val 


Lys 


Asn 


334 










165 








170 










175 




337 


Tyr 


Gly 


Leu 


Tyr 


Lys 


Gly 


Thr 


Thr 


Lys Tyr 


Gly Lys 


He 


Thr 


Phe 


Asn 


338 








180 










185 








190 






341 


Leu 


Lys 


Asp 


Gly 


Glu 


Lys 


Gin 


Glu 


He Asp 


Leu Gly 


Asp 


Lys 


Leu 


Gin 


342 






195 










200 








205 








345 


Phe 


Glu 


His 


Met 


Gly 


Asp 


Val 


Leu 


Asn Ser 


Lys Asp 


He 


Gin 


Asn 


He 


346 




210 










215 








220 










349 


Ala 


Val 


Thr 


He 


Asn 


Gin 


He 


















350 


225 










230 




















353 


<210> SEQ ID NO: 


6 






















354 


<211> LENGTH: 201 






















355 


<212> TYPE: 


PRT 
























356 


<213> ORGANISM: 


S .aureus 



















file : //C : \CRF4\Outhold\VsrJ594291 . htm 



10/6/2006 



Page 5 of 7 



RAW SEQUENCE LISTING DATE: 10/06/2006 

PATENT APPLICATION: US/10/594 , 291 TIME: 10:47:14 

Input Set : A:\PTO.RJ.txt 

Output Set: N:\CRF4\10062006\J594291.raw 



358 


<400> SEQUENCE: 


6 
























360 


Lys 


Glu 


Lys 


Gin 


Glu Arg Val 


Gin 


His 


Leu 


Tyr 


Asp 


He 


Lys 


Asp 


Leu 


361 


1 








5 










10 










15 




364 


His 


Arg 


Tyr 


Tyr 


Ser 


Ser 


Glu 


Ser 


Phe 


Asp 


Phe 


Ser 


Asn 


He 


Ser 


Gly 


365 








20 










25 










30 






368 


Lys 


Val 


Glu 


Asn 


Tyr Asn Gly 


Ser 


Asn 


Val 


Val 


Arq 


Phe 


Asn 


Gin 


Asp 


369 






35 










40 










45 








372 


Gly 


Gin 


Asn 


His 


Gin 


Leu 


Phe 


Leu 


Leu 


Gly 


Glu 


Asp 


Lys 


Ala 


Lvs 


Tvr 


373 




50 










55 










60 










376 


Lys 


Gin 


Gly 


Leu 


Glu Gly Gin 


Asn 


Val 


Phe 


Val 


Val 


Lvs 


Glu 


Leu 


He 


377 


65 










70 










75 










80 


380 


Asp 


Pro 


Asn 


Gly 


Arg 


Leu 


Ser 


Thr 


Val 


Glv 


Glv 


Val 


Thr 


Lvs 


Lys 


Asn 


381 










85 










90 










95 




384 


Asn 


Gin 


Ser 


Ser 


Glu 


Thr 


Asn 


Thr 


Pro 


Leu 


Phe 


Val 


Lys 


Lys 


Val 


TVr 


385 








100 










105 










Tin 






388 


Gly 


Gly 


Asn 


Leu 


Asp Ala 


Ser 


He 


Glu 


Ser 


Phe 


Ser 


He 


Asn 


T.vC 


\J -L LI 


389 






115 










120 










125 








392 


Glu 


Val 


Ser 


Leu 


Lys 


Glu 


Leu 


Asp 


Phe 


Lys 


He 




Gin 


His 


UC LI 


Val 


393 




130 










135 










140 










396 


Lys 


Asn 


Tyr 


Gly 


Leu 


Tyr 


Lys 


Gly Thr 


Thr 


Lys 


Tvr 


Glv 


Lys 


He 


Thr 


397 


145 










150 










155 










160 


400 


Phe 


Asn 


Leu 


Lys 


Asp Gly Glu 


Lys 


Lys 


Glu 


He 


Asp 


Leu 


Glv 


Asp 


Lys 


401 










165 










170 










175 




404 


Leu 


Gin 


Phe 


Glu 


His 


Met 


Gly 


Asp 


Val 


Leu 


Asn 


Ser 


Lys 


Asp 


He 


Gin 


405 








180 










185 










190 






408 


Asn 


He 


Ala 


Val 


Thr 


Leu 


Lys 


Gin 


He 
















409 






195 










200 


















412 


<210> SEQ ID NO: 


; 7 
























413 


<211> LENGTH: 201 
























414 


<212> TYPE: 


PRT 


























415 


<213> ORGANISM: 


S . aureus 




















417 


<4 00> SEQUENCE: 


7 
























419 


Lys 


Glu 


Lys 


Gin 


Glu 


Arg 


Val 


Gin 


His 


Leu 


Tvr 


Asp 


He 


Lvs 

2 


Asp 


Leu 


420 


1 








5 










10 










15 




423 


His 


Arg 


Tyr 


Tyr 


Ser 


Ser 


Glu 


Ser 


Phe 


Glu 


Phe 


Ser 


Asn 


He 


Ser 


Gly 


424 








20 










25 










30 






427 


Lys 


Val 


Glu 


Asn 


Tyr 


Asn 


Gly 


Ser 


Asn 


Val 


Val 


Arg 


Phe 


Asn 


Gin 


Glu 


428 






35 










40 










45 








431 


Lys 


Gin 


Asn 


His 


Gin 


Leu 


Phe 


Leu 


Leu 


Gly 


Glu 


Asp 


Lys 


Ala 


Lys 


Tyr 


432 




50 










55 










60 










435 


Lys 


Gin 


Gly 


Leu 


Gin 


Gly 


Gin 


Asp 


Val 


Phe 


Val 


Val 


Lys 


Glu 


Leu 


He 


436 


65 










70 










75 










80 


439 


Asp 


Pro 


Asn 


Gly 


Arg 


Leu 


Ser 


Thr 


Val 


Gly 


Gly 


Val 


Thr 


Lys 


Lys 


Asn 


440 










85 










90 










95 




443 


Asn 


Gin 


Ser 


Ser 


Glu 


Thr 


Asn 


He 


His 


Leu 


Leu 


Val 


Asn 


Lys 


Leu 


Asp 


444 








100 










105 










110 






447 


Gly 


Gly 


Asn 


Leu 


Asp 


Ala 


Thr 


Asn Asp 


Ser 


Phe 


Leu 


He 


Asn 


Lys 


Glu 


448 






115 










120 










125 








451 


Glu 


Val 


Ser 


Leu 


Lys 


Glu 


Leu 


Asp 


Phe 


Lys 


He 


Arg 


Lys 


Gin 


Leu 


Val 



file : //C: \CRF4\Outhold\VsrJ594291 .htm 



10/6/2006 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 10/06/2006 

PATENT APPLICATION: US/10/594 , 291 TIME: 10:47:15 

Input Set : A:\PTO.RJ.txt 

Output Set: N:\CRF4\10062006\J594291.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application No 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 



file : //C : \CRF4\Outhold\VsrJ594291 . htm 



10/6/2006 



